Key indicators: single-crystal X-ray study; T = 296 K, P = 0.0 kPa; mean (C-C) = 0.002 Å; R factor = 0.036; wR factor = 0.085; data-to-parameter ratio = 16.5.
Experimental
Crystal data Mo K radiation = 0.10 mm À1 T = 296 K 0.25 Â 0.22 Â 0.17 mm
Data collection
Bruker APEXII CCD detector diffractometer 6285 measured reflections 2603 independent reflections 2201 reflections with I > 2(I) R int = 0.030 Refinement R[F 2 > 2(F 2 )] = 0.036 wR(F 2 ) = 0.085 S = 1.05 2603 reflections 158 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.16 e Å À3 Á min = À0.22 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: publCIF (Westrip, 2010) . 
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Comment
Pyrazolopyrimidinone derivatives have attracted the attention of numerous researchers over many years due to their important biological activities [Kim, et al. 2001 and Ali, et al. 2009 ].
In the title compound, C 11 H 9 N 5 O, the 4H-pyrazolo [3,4-d] pyrimidin-4-one core is almost planar (maximum atomic deviation = 0.0546 (13) Å for the oxygen atom of the system) and makes a dihedral angle of 73.94 (7)° with the attached pyridin ring (maximum atomic deviation = 0.041 (18) Å of the nitrogen atom of the ring). The crystal packing is stabilized by N-H···O and C-H···N intermolecular H-bonds and π-π stacking between pyridin and pyrazolo ring systems [Cg to Cg distances = 4.6781 (12) Å to 3.9627 (12) Å].
Experimental allopurinol (1 g, 7.4 mmol), 4-chloromethylpyridine (1.8 g, 14.7 mmol) and potassium carbonate (1.5 g, 11.2 mmol) with amount of catalytic tetra-n-butylammonium bromide were stirred in DMF (30 ml) for 72 h. The solid material was removed by filtration and the solvent evaporated under vacuum. Dichloromethane (20 ml) was added and the solution filtered. The solid product was purified by recrystallization from ethanol to afford white crystals in 60% yield.
Refinement
The H atoms bound to C were treated as riding with their parent atoms [C-H distances are 0.93Å for CH groups with U iso (H) = 1.2 U eq (C), and 0.97 Å for CH3 groups with U iso (H) = 1.5 U eq (C). The nitrogen-bound H atoms were located in a difference Fourier map, and were refined with distance restraints of N-H 0.88 (2).
The title compound crystallizes in the non centrosymmetric space group P2 1 and as the absolute configuration is not determined from the measured data, the Friedel equivalent reflections are merged before refinement with XPREP software. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N2 0.7680 (3) 1.03978 (7) 0.5859 (2) 0.0245 (7) 0.0290 (7) 0.0283 (7) 0.0012 (6) 0.0011 (6) −0.0026 (6) N1 0.0251 (6) 0.0209 (6) 0.0264 (7) 0.0009 (5) 0.0052 (5) 0.0002 (5) supplementary materials sup-4 N3 0.0274 (7) 0.0252 (7) 0.0290 (8) −0.0025 (6) 0.0042 (6) −0.0006 (6) N5 0.0329 (8) 0.0251 (7) 0.0411 (9) 0.0029 (6) 0.0108 (7) 0.0017 (6) N4 0.0343 (8) 0.0293 (7) 0.0288 (8) 0.0020 (6) 0.0045 (6) 0.0010 (6) O1 0.0323 (6) 0.0308 (6) 0.0355 (7) −0.0077 (5) −0.0025 (5) −0.0025 (5) C8 0.0213 (7) 0.0222 (7) 0.0252 (8) 0.0027 (6) 0.0020 (6) −0.0028 (6) C11 0.0259 (8) 0.0267 (8) 0.0222 (8) 0.0053 (6) 0.0003 (6) −0.0015 (6) C10 0.0227 (7) 0.0215 (7) 0.0263 (8) 0.0017 (6) 0.0050 (6) −0.0034 (6) C7 0.0225 (7) 0.0223 (7) 0.0268 (8) 0.0032 (6) 0.0032 (6) −0.0039 (6) C1 0.0264 (8) 0.0221 (7) 0.0280 (8) −0.0036 (6) 0.0096 (7) 0.0014 (6) C6 0.0298 (9) 0.0261 (8) 0.0334 (10) 0.0017 (7) 0.0130 (8) 0.0010 (6) C2 0.0357 (9) 0.0269 (8) 0.0256 (8) −0.0006 (7) 0.0041 (7) 0.0001 (6) C5 0.0360 (10) 0.0319 (9) 0.0264 (9) 0.0023 (7) 0.0019 (7) −0.0006 (7) C4 0.0448 (11) 0.0282 (9) 0.0337 (10) 0.0017 (8) 0.0114 (9) −0.0033 (7) C9 0.0296 (8) 0.0289 (8) 0.0252 (8) 0.0009 (7) 0.0015 (7) −0.0023 (6) C3 0.0317 (9) 0.0289 (8) 0.0360 (11) −0.0002 (7) 0.0006 (8) 0.0058 (7) Geometric parameters (Å, °) 
